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(1) Proteogenomics and integrative analysis of multi-omics data
Alexey Nesvizhskii (University of Michigan, Ann Arbor, USA)

(2) RILFF I RIZKBKEEAADRBEENT
B RE (BEZRBXF fintamiFEHEmR)

@) VUt TOTA—LEAFROA—LEHRELIZA VR MMERAD S VRAFT I VAR
v kDJ—2
E£H HEth, K "z (ARXFEXEFR BERMAER £EYRFER)

(4) TATA—LEEBET~DHE



BE R (EBMKRFE K¥hk RFEHAER)

BATATA—L%K 2015 F£& (JHUPO % 13 @X%)
RER KX &



