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Keeping Attendees Safe

To promote the safety of everyone at the conference, the organizing committee will follow the

guidance and requirements of the Ministry of Health, Labour and Welfare, Kanagawa prefecture,

and Kitasato University regarding COVID safety policies. This Attendee Safety Plan may change

from time to time until the start of the conference.

Measures to prevent the spread of COVID-19

1.

2
3.
4

Reduce the number of seats in the rooms to keep a distance from others.

All staffs keep wearing masks properly.

Plastic wall partitions are installed at the reception desk.

All staffs measure the medical check described below to make sure they are normal before
coming to the place.

(confirming movement history, measuring body temperature, having no abnormal symptoms)
The organizing committee requires all attendees to submit a health declaration.

Hand sanitizers are installed at the desk and the entrance of each room.

The surfaces of shared items, such as microphones, are wiped clean with sanitizer as

appropriate.

Request for all attendees

1.
2.

Keep wearing a mask properly during the conference.
Having the following symptoms and/or situations, the organizing committee DO NOT permit
you attending at this conference.

A) Body temperature is over 37.5°C.

B) Abnormal symptoms such as fever, dullness and other cold-like symptoms, and smell
or taste disorder.

C) Requested to stay at home by local health authorities due to getting infected with
COVID-19 or the possible close contact with COVID-19 patients.

D) Attendee whom the Japanese government needs to quarantine depends on the
classification of the country or region of your stay. Please confirm the detail from the
following URL (https://www.mhlw.go.jp/stf/covid-19/bordercontrol.html).

(Including close contact with the person staying in the above country or region during
the quarantine period)
Require measuring body temperature at the entrance.
The organizing committee recommends all attendees install COCOA provided by the Ministry
of Health, Labour, and Welfare on their smartphones.

Thank you for your kind corporation.



Presentation Guidelines
Oral Presentations
Plenary lecture: 60 min (incl. discussion)
Keynote lecture: 45 min (incl. discussion)
Award lecture: 10—20 min
Symposium: 10-30 min (incl. discussion)

Educational seminar: 24 min (incl. discussion)

® The organizing committee recommends the speakers to use their own laptop computers
with an HDMI connector for data projection, to avoid trouble due to incompatibility. Please
bring the AC power adaptor for your computer. HDMI cable is prepared for use. Make sure
to test your data projection at the PC desk before your session.
HDMI (recommend) Dsub15pins (Not-recommend)

o

Disclosure of Conflicts of Interest
The committee require the speakers to disclose any conflicts of interest (COI) in relation to the
work presented in the conference.



Guidelines for Poster Presenters

All posters are displayed and presented in the poster exhibition rooms (Room 43 and 44) during
this conference. The poster numbers supplied by the organizing committee will be placed in the
upper left-hand corner of each poster board. It is important that you do not move locations.

Set-up Day Time/Tear-down Day Time
Each author is responsible for mounting your material using pushpins prior to the opening of the
first hour of the poster session (0:30 PM on Tuesday, August 9).
You must remove your poster no late than 4:00 PM on Wednesday, August 10.
Posters left in the exhibition rooms after that time may be discarded.
All posters will be set-up from 4:00 PM on Monday, August 8.

Poster Presentation Information and Dates
Author must stand at your poster during your assigned 45-minute presentation time. The
presentation time is assigned as below. You are free to visit other posters during your free hour.

Poster No. Presentation Time

1A, 5A, 9A, ... Tue. Aug. 9 0:30 PM-1:15 PM

2B, 6B, 10B, ... Tue. Aug. 9 1:15 PM-2:00 PM

3C, 7C, 11C, ...  Wed. Aug. 10 0:30 PM-1:15 PM

4D, 8D, 12D, ... =~ Wed. Aug. 10 1:15 PM—-2:00 PM
Format

Each poster board measures 90 cm wide X 210 cm high.
All posters should feature a title, authors, and affiliations as appropriate.

Disclosure of Conflicts of Interest
The committee require the speakers to disclose any conflicts of interest (COI) in relation to the
work presented in the conference.
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= HPtH— s B = 0RFFr AR

Hh F— K

Proteome& (&, HIXIEE fHuman®D5 > JNOBEDFEATH D, Mass Spectrometer: MS
THRALARFEZRAVT [EENENT] NERAHFSN. C2EI0FDOR(CHRL IMERN RSN,
KDZFESE - MEDS > /)\OBRENEEECRD. 5> /OB DOEE/ERinteractionZE%
JTEXNZXLBRIBERWNICEATS.

—73. FUINDBFEROEZEZBND 1 DTHIEEBDZM - FHFER(L. HENFEADR
RS ZGE OBNBERM TR BRLZEPDHAEIADHREAMERZEC, IRERGIEL)
FERDEFERBITINSHEEEZL\.

KREBET(E. WEEXREBDEPDHZULAlzheimerfRICITH L. ZTDOERERAEEZEZSNTLD
Amyloid BEFDIMIRHZ(LZ DT DET. BRIADODKREZEDRY ZHTCHBEZERNT 1 4
EUTRBNT B, =5(C. TOREDEANTER E LU TProteomeDiBFENFITERDSE
ERBAIEEEIC DWVWTCTIMRBFETH D,



H20EEZERER

JPrOS  ssamen

Japanese Proteomics Society 1 2H%30ﬁ~ 1 8H%4 Sﬁ
A=t U\ JUw RECE)

13853093~ 1553050
JOFAZOAHBEBEER

REMOBREE T OTAZIIANS D S ABFIRMIRZ B\ CABERET. BEDMETORTE
RETOFTAZOX, ZUTSAITHA I RAARDSEZY — R DREMmBAMTICDLNTS
BDFTESCHELUWCILEFT.

15633097~ 16853070

JPrOS;EEIEMN

AREZESHRLCEDTNBRTOFTA— LT —FIR—X jPOST. HRYOTOFA—LFT—4
BHR>v—7)L JPDM. =5(CEZFESEE Proteom Letters (CDWTHEL L. FBHAEOTO
FTAZOR%ZITABITBDEREZEDT I57 4 EF4 —=BNATWEUET,

16833097 ~17853070

JPr0S20223 RS LB

AR CHESND10S RS AOBIEZBE CENTULVZLET.

17853093 ~ 1854550

JProse XA MNU7
—HBHATOF7 A — LAFES20FEDFHH—

AATOFA— AFEDRII YT IO AREZEORBICCRAOVEREWE4ZDIE AL BARE
S2OEDIIE, R, TUTSRBOBREBICDVWTHELWEEEET,



August 7, 2022
JPrOS Pre-Congress Webinar

Top-Down Proteomics

JPrOS 2022 Annual Meeting

— 20th Anniversary Project -

at 9:30 PM JST / 2:30 PM CEST / 5:30 AM PDT

M ZHOU D TABB

A THOLEY Y ISHIHAMA

KYOTO

Top-down proteomics, which enables large-scale analysis of proteoforms, is rapidly attracting
interest among researchers in various life science fields. In this webinar, world-leading researchers
in top-down proteomics and proteoform research will introduce their latest findings and discuss

how top-down proteomics will be promoted in Japan.

Time (JST)

21:30

21:40

22:05

22:30

22:55

23:20

Title

Opening remarks

Protein terminome-centric proteoform analysis —
is a xeel train ride really a good deal?

Top-down proteomics: an (exciting) challenge for
bioanalytical chemistry!

Identifying proteoforms from top-down MS/MS:
is one search enough?

Dissecting unknown and heterogenous plant
proteins by native top-down mass spectrometry

Applying native top-down mass spectrometry in
structural biology and neurodegenerative
disease research

Registar Now!

Speaker

Nobuaki Takemori
(Ehime University, Japan)

Yasushi Ishihama
(Kyoto University, Japan)

Andreas Tholey
(Christian-Albrechts-Universitdt zu Kiel, Germany)

David Tabb
(Pasteur Institute, France)

Mowei Zhou
(Pacific Northwest National Laboratory, U.S.A.)

Joseph A. Loo
(University of California, Los Angeles, U.S.A.)

Online Registration: www.jproswebinar.com
This zoom webinar is free of charge and open all, including non-members!
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Kypl5EHE

8 A 8 H (BMEH) Aug 8 (Mon)

12:30 ~ 13:30 A=15
1PL1

$¥55Us8® 1 / Plenary Lecture 1

5 )\ OERRBADIEE & MS DB

History of Protein Analysis and the Social Importance of MS

HfR #H—
(E2RAFFT)

R /T HB JtEXF)

8 A 9 H (NBEH) Aug 9 (Tue)

14:00 ~ 15:00 A5
2PL2

$55I8i® 2 / Plenary Lecture 2

Mass Spectrometry as a Tool for Translational Research
During the COVID Pandemic

Akhilesh Pandey
(Laboratory Medicine and Pathology, Mayo Clinic)

R tEH =i (BFPARRSHPATL S 3 >ERERRES 5 —)



HifEE

8 A 9 H (NBEH) Aug 9 (Tue)

9:30 ~ 10:15 A=15
2K1

Hi#®E 1 / Keynote Lecture 1
EEEAFRFA CTD/I\ A A —H—MHTRDIER EERtEBIE UIEERDHEA

Progress of biomarker research at National Institute of Biomedical Innovation and

efforts aimed at practical use

iR &
(ENIAERFEANERER - 2R - REMFN ARENTOFAZOITOSIUN,
HASHTOTA/\ A AOSZTX)

EBR AH —X (BRERKXF)

17:15 ~ 18:00 A&=15
2K2

Hif#® 2 / Keynote Lecture 2

NIVFAZYVOROHRLTTOFAZ IR ZWED |

Shout proteomics in the heart of the multi-omics

INE U
(Hhv9"= DNA tHZSFR)

BR AE & (RERFAFEREFAATR)



HifEE

8 A 10 H (K#EH) Aug 10 (Wed)

9:30 ~ 10:15 A=15
3K3

Hifs8®E 3 / Keynote Lecture 3

Molecular mechanism of exercise-induced cardiac adaptation

Jin Han

(Department of Physiology, College of Medicine, Cardiovascular and Metabolic

Disease Center, Inje University)

R AE & (EZAfAAATRES S5 —)



it

Ly

8 H 10 H (K#iH) Aug 10 (Wed)

16:55 ~ 17:45 A=15

=111}

—
=1

\

BE INF BB LBEXRFIRFE
3AW1-1 FO3 AT S BEMERETHER ERFDBADTOT A= IR DIGH
16:55 ~ 17:15 Functional elucidation of tyrosine sulfation, and application of
proteomics to food function evaluation
O R B—
1) BIFAZEFZEICAENRIZER

R A& T REAFARFEREFAFTR
3AW1-2 TJOFAZIRICKDNANAAR—D—DREREH/REETSY b IA—A
17:15 ~ 17:35 Proteomics-based Cancer Biomarker Discovery and Social
Implementation Platform
O RxH —x¢ Y
1) BRERARFARZEREFAFTREAEEETIEF DB

3

L3hh

\
L

B A& T REAKFARFEREFAFTR
3AW1-3 E2EMNF—= ) ZVRACKDIU SRAA DS TT 1 2D DRIUEHEAT
17:35 ~ 17:45 Large-scale analysis of ectodomain shedding by quantitative
terminomics
O 2eh sk Y
1) E{EFHAFRPEamERFERTR T 5 —



1351EiE

8 A 8 H (BMEH) Aug 8 (Mon)

15:30 ~ 16:30 A=15

55U E 1 / Special Event 1
JPrOS DiEENFAIT

PER AW #E5S (RRAKRFRFBeEanPIFZTED)
BH 2 GREXF)

1SE1-1 #5358 Proteome Letters DB
15:30 ~ 15:50 Introduction of Proteome Letters, an official journal of JPrOS
O AHR 58 Y
1) BRARKRFARFEBeLantlFATE

1SE1-2 jPOST (CE DDA DDREM
15:50 ~ 16:00 There're five mysteries about jPOST
O =R BEY
1) EWLEBRKRZE

1SE1-3 JOFAZSORAZZUVRNSEETER T/ MABRHK
16:00 ~ 16:10 My experience of part-time job to earn money while studying
proteomics
O Ba F&Y
1) NINAKRZEERD FERIFEDE

1SE1-4 Journal of Proteome Data and Methods (JPDM) , Data Descriptor 3
16:10 ~ 16:30 SUEIRDARAA
Recommendation for submitting to Journal of Proteome Data and
Methods (JPDM) Data Descriptor.
O #&#k Bt
1) ERIfERESRIATRZ> 5 —



1351EiE

8 A 8 H (BMEH) Aug 8 (Mon)

17:30 ~ 18:45 A=15

455U E 2 / Special Event 2
JPrOS X kUJ7

PER AR WL (BRARXRFESHFATENE))
FE A (BEBARFLEMREAFRN)

1SE2-1 DHAEOTOFA—LARROFERICHERS
17:33 ~ 17:48 What is required for the development of proteome research in
Japan?
O F&HF AV
1) BFBRARFERTRENAFRR

1SE2-2 bt hTOFAZORDFFE-ZEINSFA- ~IJHUPO M5 E RTOFA
17:48 ~ 18:03 —AEBEEBEHAFTA~
Future of human proteomics for preventive medicine -JHUPO for
international collaborations of proteomic societies-
O st FfT Y
1) IWAOXFZERE - BLEMSRbRERRE R

1SE2-3 &£ hJOFA—LHBLISEATOTAZIIXERAN
18:03 ~ 18:17 From Human Proteome Organization to Japan Proteomics Society
O LA 1§ 12
1) FEKRZE. 2) EEEKR

1SE2-4 JHUPO ADHAFF : Human Disease Glycomics/Proteome Initiative
18:17 ~ 18:31 (HGP)TZEARZ &
Expectations for JHUPO: Lessons from the Human Disease
Glycomics/Proteome Initiative (HGPI)
O a0 mEzY
1) RIREFEN AT >S5 —AFEFR



1351EiE

8 A 8 H (BMEH) Aug 8 (Mon)

13:30 ~ 15:30 A=15

B:Bi® / Educational Lecture

JOFAZTORBERE
FEEE =H] B (IR CSRS)
B Kl (W—FEJqwvSv—YAI>F1T1wv)

1E-1 SRETOFTA—LBIROIHOEBER E LC-MS/MS BIE(C DT
13:30 ~ 13:54 A sample preparation method and LC-MS/MS method for deep
proteomics
O NS Y
1) 79" DNA HAZEFR

1E-2 BEEZREDOEMFEEIER—AT RS
13:54 ~ 14:18 Biology of LipoQuality and Lipidome Atlas
O BMA >
1) BERRAFEZIMCHEIRCFRBE, 2) ARG ERF
MRE> I —AFRO—-LHAFRF— A, 3) EEMIIAKFRFEREGERZ
MRRMH T ES ) LARIFHATE

1E-3 O« v o/N\AAO> -8R
14:18 ~ 14:42 Robotic Biology 101
O #/| 7TV
1) EYCEFAFPT LantdaERIFAR > 5 —

1E-4 USAABFIEMIRZRVCAERERY >/ VBB FESHRDILKE
14:42 ~ 15:06 iSf#T
Structures of photosynthetic pigment-protein supercomplexes by
cryo-EM single-particle analysis
O ER &Y
1) FELKRE - EDBERRIFHAITAR



1E-5 BENMREDHFECDWVWT ~NILFI— > RITHEREEDETORFE
15:06 ~ 15:30 ZfHlC~
How to develop a mass spectrometer
O 2/ Igha Y
1) KK



J—0> 3w

8 A 8 H (AMEH) Aug 8 (Mon)

16:30 ~ 17:30 B&i%
J—233wv>J'1 / Workshop 1

JPrOS Vision
FEE BB & (REPAFAFRELAITR)
17:30 ~ 18:30 B2Ig
J—23>3wv>J2 / Workshop 2
2AFILTV T

PER Bl KRR (GREPAZ iPS HFAAFTFT)
A8 & (RERFARERERFZATR)

1WS2-1 TS5 hDESHER
17:33 ~ 17:50 How to get research grants
O SR &&Y
1) B{LFATFR

1WS2-2 S/NAFDESD S
17:50 ~ 18:10 How to collaborate well
O & I Y
1) FEKRFE

1WS2-3 X DOWESFEICDNT
18:10 ~ 18:30 How to write your article well
O && %HY
1) REKF

18:30 ~ 19:30 B&i5
J—4233wv>J 3 / Workshop 3
3IVVFIoOhTT
IS alF KR (REAKZ iPS HAZAHFTRT)



8 A 9 H (NBEH) Aug 9 (Tue)

10:15 ~ 11:25 A=15

~

SRSI L1 / Symposium 1

EEIOTAZIRX : JREEDIREFN SIEENEDRFEN

FER R 18 (B AR E> 5 —)
A BF (HI=%&X)

2S1-1 U LT O A SO R ENHERIBZMEST — 5 O ERRTIC K 2 ZEAIm
10:17 ~ 10:34 MXRBH ARTERIREOIRBIRIRR

Integrated pharmaco-proteomics identified novel therapeutic
opportunities for chemotherapy resistant colorectal cancer

O BE AE VY. [E f— Y. Bl B, R 280, VB S

EBE %Y. Ba ey

1) EEEE - 2 - REMARA ARENT O Ao TO> 1D
b 2) REBRE KER EFWHFIE HEEMNEL 3) BRENATLS
H—MERFR DFEMES AL -2 3FILUB—FDE. 4) FaEils
fmbe JH(EERIMEL 5) KRR+ Fmb HAbEss R

2S1-2 SEIMERBFTO AR T > )L OMBREN - R TR Z AL TOFET
10:34 ~ 10:51 B\AAY—H—DEXR

Identification of prognostic biomarkers using comprehensive kinase
activity assay in non-small cell lung cancer biopsy samples

O BO B Y, = &4 2. N8 IEE Y. A Bz, TR ENY
2 KHE BRY. BB A&, T R, EmORED. B sEY. W
M B2, Bl sE— 2, gl

1) ERINARRE A —RBIDAMRRDEF. 2) REFIZIERAKFERFE
PEEFZARENFIRGARIFE, 3) BRghiukbc. 4) REPEZFR+FHb.
5) Faf@iiambt. 6) HIRMIMSERE>Y—. 7) hiuXKEHER
Bt. 8) RIGKFMbt



2S1-3
10:51 ~ 11:08

2S1-4
11:08 ~ 11:25

NAGHREEBRDERDNE (CAlFTTZEEST > I\ D7 L1 ZiiEEOEA
i
Applicability of reverse phase protein array technology for further
advancement of precision oncology

O 18E BE Y. Bl FE D, Ak 18"

1) ENA AT TS — - TOF A — LfFFERFT

I OT ) AEEII\VBEBOERETOFTA—LFETE. FRA AN
A AR — D —EREAFRADILA
Development of an in-depth pipeline for immunoglobulin-bound
proteins for cancer biomarker discovery

O MEp m— V. Bkt &Y. |0 %2

1) BHMENALEIY—, DFEINS AL —2 3 FILUB—FDE,
2) BEEAFRFREFRAFTR, STmNAZIEDE



8 A 9 H (NBEH) Aug 9 (Tue)

9:30 ~ 11:25B =15

~

SRS L 2 / Symposium 2

HAERBRZS - AT OFA-LAF=ERTEYI 3>

PER B RE (FREXRF IR ZRFIAFIR)
RIS RRES (HREZARZFRF B TFAFR)

2S2-1 Protein Correlation Profiling (C Kk 2HIfERE XS > /O BESARDEEMT
9:30 ~ 9:49 Analysis of very large cellular protein complexes using size-exclusion
chromatography and protein correlation profiling
O B sBx Y, /Jve =g Y
1) BEXE SiRBERFMFF BHEGKSERFE T Y —

252-2 HAREHIRS KLU Fc RBAROEBFRORE RIS KBS F T
9:49 ~ 10:08 Kinetic and structural analysis of the interactions among antigens,

immunoglobulin G and Fc gamma receptor III

O Wwh #& Y, BR 2D Y. AME 8 Y, 18 &Y. IBHE K

Ve R, wg EE YD, HEE B Y. B FF Y g
AEg >, BE BE D, E 82— W &b

1) RKIRAFARZRIFAFTRL 2) &andlkiErxRtz>5—. 3) DFRIFE
AP, 4) BEETMARFEREREFZATRL, 5) U—ETJrvSv—H
AT>2FTATA4YD

2S2-3(P-40D) Glyco-RIDGE 3&(C & BV RARMAES > ) COBDEMIIFRN N BEIEiEISas
10:08 ~ 10:27 DKMUERIHT
Large-scale identification of site-specific N-glycosylations of mouse
tissue glycoproteins using a Glyco-RIDGE method
O s F&Y. 8/ o=V, Bl EF Y. BH IMED. BX K
MY RE MY, A% HY. & wz Y
1) EERIHEEAA. 2) BEEXFE



2S2-4
10:27 ~ 10:46

2S2-5
10:46 ~ 11:05

WETOFAZTUORDZEE —in vitro M5 in cell in action A\ —
Deepening Structural Proteomics - from in vitro to in cell in action -
O RiIg RxEp ™
1) BEERERIKRZ

FERIBAZEM (C K DR -RABE D B HIEEEAE OAZEA
How post-translational modifications regulate liquid-liquid phase
separation.

i Bt D, B B2, /v =E ), T g O FR A
1)

1) RERFARFE A amBIFMAFERL 2) BRI HEEERATT
=, 3) BEXFLMBERFATN. 4) BIEERRARERT A F=ZIOX

liEs

=

i

252-6 &)\ UEIMEEHET EBEDTOMSIAFR

11:05 ~ 11:24 Integrated research of structural biology and mass spectrometry

O A$h BMY
1) BHIERFEARR LRl



8 A 9 H (NBEH) Aug 9 (Tue)

15:45 ~ 17:05 A5

SRS 3 / Symposium 3

RDOTOFT A =D X8 S s 5eimtkif

R BH 5 (BBAKFEREREGRIZIAZTED)
B #6T (V'S DNA BAZSAR)

2S3-1(P-49A) A2 )\ UBREZEMREICLDBETOT ATV ADEHEAL
15:45 ~ 16:05 Improving the Sensitivity in Structural Proteomics based on Protein
Foot-printing
O /N A=Y, giA Bz Y, #210 mx2 ), 58 &Y
1) REPARFAFBEFATR

2S3-2(P-01A) Quadrupole-Orbitrap MS ZRU\Z/\1 )L— v NTOF A — AL
16:05 ~ 16:25 D&
Development of Ultra-Fast Proteomics System using Quadrupole-
Orbitrap MS
OAIFPEY, #HEF =Y. b5 K@D, % 5RY. FE &7
2 ik e Y. it D MR IRY. IS Y
1) M9’ DNA WFFR. 2) BERDKEZFK

2S3-3 SIIR—-ROEHFEEY > TILaInEICLDERE by TF D> TOFA
16:25 ~ 16:45 =0X
In-Depth Top-Down Proteomics via Gel-Based High-Resolution
Sample Pre-Fractionation
O H7x 518

1) BEAF



2S3-4(P-02B) WMEHAAHFIUEE THDHTREEOMFE S 1 T OF A= IIAD
16:45 ~ 17:05 JCH
Water droplet-in-oil digestion method toward single-cell proteomics
O B =12, WE BFE Y. F% JE . A s 2
1) BRARFARFE AR FATER. 2) REAKRFEFE



8 A 9 H (NBEH) Aug 9 (Tue)

15:45 ~ 17:05 B&i5

~,™

SRS I LA 4 / Symposium 4

HIMEMART F RO HRITAER

PER M Bt (EXfEResmnsit> 5 —)
fERAR —ta (152 AREAZEFR)

2S4-1 MEIERTF RZOIN BRI DFREIREENRT F REIEHRFTOFERH
15:45 ~ 16:10 Identification of novel bioactive peptides utilizing plasma peptidomics
O te BxY. IF 582
1) ERABEHFESESS RRHFRb. 2) ILBEXFIEZEIME
REIOTAZORE 5 —

2S4-2 FIERAEENNRTF RZRDHT : Z1—0OAXD> S ETDREERTF R
16:10 ~ 16:35 DOFR
In search of novel bioactive peptides: the discovery of neuromedin S
and its related peptides
O #&* =Y
1) ERITERESRIAF > 4 — A Did A IR REED

2S4-3 HIFEMNRTF RERDIEHDRTFRZIR
16:35 ~ 16:50 Peptidomics for exploring bioactive peptides
O #EaAR —Hh
1) NEREAELEAE 2 KRR - RTF R =0 XAFED



2S4-4 —MEDEINGERNRTF ROFRER LIKEZEADIGH
16:50 ~ 17:05 Use of a novel peptide identified from a marine bivalve mollusk for
fisheries industry
O WA Fa b, il MED, hF 5527
1) ESIAFTRAFEIEAN KERT - MBS KERIMATAT. 2) dEEX
FIRFER YRRFER VEYIRFARE. 3) LEXRFIEFIME EETO
TAZOREZZH—



8 A 9 H (NBEH) Aug 9 (Tue)

18:05 ~ 19:30 A=15

~

SORSIALS / Symposium 5

S )\OBFERAFR EA = DO RDOME

PER SR EZE (BEEARERENZEMTRE> 5 —)
) E (RRIEARFRIZRARINRAZ )

2S5-1 tE hEEROTOTA—LE NS ZROVUT b=LDA-T>F7—%ER
18:05 ~ 18:19 UJo/RUS X bOZw U7/RERKE mMRNA OFEZR &2 OFERBIEICDLTD

EE
Proteogenomic data-driven discovery of polycistronic mRNAs
harboring cis-regulatory overlapping genes in humans

O et BA LD

1) BERFARF I BTFEMRFTRL 2) IBEFEAFAPT RIEERRFHAT
25—

2S5-2(P-45A) &2 )\OBXRIGfETT—F 2RV >H ) Z LI >IN OBEDREE
18:19 ~ 18:33 Identification of non-canonical proteins by protein terminomics
O @A #E Y. SR BX Y. St XD o8 =Y
1) REARFARFZRFEFZAFTRL, 2) BCERFFAEGRERZERTEZ> S
—. 3) HRERERIKE HaEEBMAFER. 4) EREE - R - KEWAR
Fh

2S5-3(P-03C) #WERBHLEEF elF4A1 (& LARPL (C K DEERIDHIZ{EET D
18:33 ~ 18:47 elF4Al facilitates LARP1-mediated translation repression
O t8 &— Y. KFE RV, 8K —R 2. 515 B3, FI 5
2), Ingolia Nicholas®. #i& {SKEB Y
1) IBHH - BAIRIATEAED. 2) IBAA - AdpteERIFMAR >S5 —. 3) AU
TAIWZTRFZIN—TL—RR, 4) /K - Beinfisk - X5« H)VIEHRE



2S55-4(P-59C)
18:47 ~ 19:01

2S5-5
19:01 ~ 19:15

2S5-6
19:15 ~ 19:30

Myo-ribosome (FEREREBRS 1 F =0 X DFREH (C K D OHERE (CHADE]
=Rz
Myo-ribosomes determine translation elongation dynamics required
for cardiac function

O Bfa FEY, 0K aiie ). MR 8", B85 2. AR e
2l A— Y

1) WNKRZEERD FERFEDE. 2) FiBAFERFERI AT LEIL
FoE

iR LAESEERROBIE/R EEREYIDA =0 X
In vitro reconstitution of the Escherichia coli genome transcription
and translation system and its omics analysis

O W wE P, A9 Eh Y, A0 &= 2. 1E E5. BR B
1)

1) BX-#T, 2) ETK - fliligtz>5—

HREAOERRIGDRFY T2 3 v hEISD TR T F )L tRNA
IR EDIBEE
A method to enrich polypeptidyl-tRNAs to capture snapshots of
translation in the cell

Wil w7 D, O A3 #EL VY, B8 KEY, @O =Y

1) BT K - 46T, 2) RIK - AR - Hilgz> 45—



8 A 9 H (NBEH) Aug 9 (Tue)

18:05 ~ 19:30 B&15

>RSI 6 / Symposium 6

F—HNR—2R « F— I

PER A E (BILERRKZ)
IR RE (BB AT)

2S6-1 MAGE-TAB OXFROZIRT—FN\DERM E MetaboBank TOFIA
18:05 ~ 18:30 MAGE-TAB design for metabolomics data in MetaboBank
O BE #&— Y, 52 gAY, 8E HBPx Y, B2 889 RIF =
w2 m R EE B A ER Y
1) ERTEGEFEATFR. 2) K9 & DNATASEFR. 3) REPKRZFE. 4) REP
IR, 5) BYCFATFR

2S6-2 U LAT—HFDHE
18:30 ~ 18:55 Data sharing for human genomic data
O g =Y
1) RIERINHREEAE

2S6-3 /\A A\ DDIEEE & b —SDFEREE
18:55 ~ 19:20 Establishment of a biobank and promotion of the utilization of
human data
O #&s al—"
1) BRILKRZFHIEAT « FILAH I DtkiE

2S6-4(P-82B) HEFRREBEDR\A AN —H—EFROIHDOEETOTAZIX
19:20 ~ 19:30 Quantitative Proteomics of Urine to Discover Biomarkers for Diabetes
Patients
O #¥i@| &FE Y. WK BF Y. Elguoshy Amr?), REF &g Y, LK
*% 1,2)
1) FBARZERBR/ A AY—H—t>5—. 2) EERRFEER



8 H 10 H (K#iH) Aug 10 (Wed)

10:15 ~ 11:25 A=15

SYRSI L7 / Symposium 7

WO AZOX

PER AR JEE (BmBAT)
BE RE (EERIMHESIATTRT)

3S7-1(P-04D) BEE - )\A)L—Tv NTOFTAZ I RICKBY I\ IBEHERAT
10:15 ~ 10:20 Research on protein dynamics using high-density/high-throughput
proteomics
O & I Y
1) BARFARFE R ERFHREMTRE AZOXENF

3S7-2 TurbolD JA(C KD HSF1 (s 58 SADMET
10:20 ~ 10:35 Analysis of HSF1 transcription complex by TurboID
O BEH B Y. K ML 2, o g2V
1) WAXZFARZFREZRAFTRL 2) FBAFZAZERERFHRSHTR

3S7-3(P-83C) &AM EDFaEN & ULnFEBEIERARY RD—DOD8ER
10:35 ~ 10:45 Exploration of Molecular Interaction Networks Targeting a Small
Number of Molecules
O &Ix B D, )IE N Y. B8 857, Ik 2k D LR &+
VR K BFY. mEE Y. SR EXR D NRE IR EMA s
1) B{LZFERAFTRR IMS, 2) K9 = DNATAZEPR. 3) I(LFAITAR
CSRS. 4) E{L¥A3EF ADSP. 5) HRA¥I 00—/ ULEBR



3S7-4
10:45 ~ 11:00

3S7-5(P-05A)
11:00 ~ 11:15

3S7-6(P-06B)
11:15 ~ 11:25

RERIOTAZORCEL > TRATEZIOT 7Y - ARIBOEEER
A=
Understanding the ubiquitin-proteasome system by advanced
proteomics

O & =Y, LB » Y. = wal Y

1) RREEFLSHATR

E b — ATEEEDRIS KUFRIEDRFE

Development of the Method for Profiling Human Kinome Activity
O #l E=Y, 78 &Y
1) REPARFARFEBEFATTR

WEET O A SO RDIzb DS > )\ O EEERFATTA
Protein complex analysis method for functional proteomics

O 2z g&s"). =28 @'Y

1) EERIMHSSIAFRR MRS F I FMAFREF. 2) EERRMHESATR
Fi HBRRDF L FHAFTERPY
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3S8-1(P-75C) b hMJUA -V EMR EESHAEEIER T ORER
9:32 ~ 9:46 Identification of proteins associated with malignant transformation
mechanisms in glioblastoma.
O Ee fixt?), #% 37 Y. @ HEBEF Y. WL MF Y. F £5
Y dE mEN Y. R RS Y KT aRE Y
1) EMIIAZRHERFZFMRREZH—. 2) BRMUIAFAFEREF
AR F

3S8-2(P-61A) Tandem Mass Tag =R\ \z5 > 7 ABEDE(C K DIENEEDFFRZH
9:46 ~ 10:00 ~Y—H—DfEHf
Search for novel diagnostic markers of pancreatic ductal
adenocarcinoma using Tandem Mass Tag and proteome analysis
O HE e, 4% B, 85 &8 Y. A% 32, 8l —=
1)
1) MR ZE &S - RIERIFEECFARE. 2) (FLWWD SR, 3) FE
RERF B EF AT bohigida sl Eoh el =

3S8-3(P-85A) ®iE{LJO—/ULTOFAZUR(CKDIEEN A BREHREDIEIREEAT
10:00 ~ 10:14 Characterization of cholangiocarcinoma stem-like cells by optimized
global proteomics
O #HE KB 2, )\FD> ASH I F—v> Fr> D 2L
U7k PFRI ikt HEE Y R ST Y
1) BBARKRZE LanBIFAFRED EBESF. 2) WNAKFEARFEER EFHTE
EEPRIEZIMEL. 3) OO > KRFE EFED &H1bF



3S8-4(P-79C)
10:14 ~ 10:28

3S8-5(P-72D)
10:28 ~ 10:42

3S8-6(P-42B)
10:42 ~ 10:56

3S8-7(P-33A)
10:56 ~ 11:10

3S8-8(P-20D)
11:10 ~ 11:24

LU k= R4 5 EREEHARAR (CH 1D CSNS DD REREEETF DR
A
Identification of regulatory proteins of CSN5 degradiation in
lenalidomide- resistant multiple myeloma cell lines

O WA $ERY, 1BE =12, FF EE . AW s L

1) BBARFAFREFHELD. 2) BAKRFRFEREGRIFATS

DIA-MS ZFAWWEETOF AU X(CLB E b iPS RS EHIHRF
DEFRFR
DIA-MS based quantitative proteomics to search for regulators of
hiPSC differentiation
Omz &&%Y. MR EY. A —HY. KA &R )Ig Y
1) WEHIIARFKRE R LanERFEHRFTR

SRTA> S-T =) IFIUZERWZS >IN OBBILEDRFE
Protein Digestion Using Cysteine S-Aminoethylation for Deep
Proteomics

O it &Y. B =AY, Iz A=Y, 2B =E'Y. B8 &

1,2)

1) REPRFAFBRFATN. 2) EFEREE - @R - REWFF

-y NTOFAZVR(CIDEREHR IO T 7 1 > IEDFFE
Toward high-throughput taxonomy profiling by targeted proteomics
O TRk ER"Y. T FAB Y, Pei-Shan Wub, =@ {588 2. BH
1EZER >, #210 E= Y, =8 &Y
1) RERFZARFZREFZHAFTRL 2) IBARFARFRERFHRSATTRL
3) FRARFEZEAT 1 HILAI > —

>3y MI>TOFAZVRICHBIFBRINARANRY SNOT S LBEIS RS
V> DC KD INIERE
Protein Identification by Hierarchical Clustering of Mass
Spectrograms in Shotgun Proteomics

O EH H|W Y, A8p s D, S ME?. 28 7Y

1) RERFARFREFZAFTRL. 2) RERFRZRIERFHATTR
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PER Bl KRR (REBAT iPS HFZAATTFT)
IEEFE GNEKXF)

359-1 HRIEMNARER N TS > bEDRTE
14:00 ~ 14:19 Development of trypsin digestion protocol without cell lysis.
O B8 &Y. K fsg Y
1) B AFEARF RERFREHTTER

3S9-2(P-13A) Identification of the O-GalNAc glycoproteome related to the GALNTS
14:19 ~ 14:38 expression in cholangiocarcinoma

O Marutpong Detarya®’, Daiki Kobayashi), Atit Silsirivanit %
Kanlayanee Sawanyawisuth 2, Sopit Wongkham?), Chaisiri
Wongkham?, Norie Araki V)

1) Department of Tumor Genetics and Biology, Graduate School of
Medical Sciences, Kumamoto University, Kumamoto 860-8556,
Japan , 2) Department of Biochemistry, Faculty of Medicine, Khon
Kaen University, Khon Kaen 40002, Thailand

3S9-3(P-84D) FEARE(CHITD PTEN @FIFRIRMMIBH R I AR - 7> FHEABDINZE
14:38 ~ 14:57 Modified morphological and molecular mechanisms by PTEN
overexpression in endometrial carcinoma
O #H BEY. M MBERY. K #%2. NE BTV, Bt £
) BB =R, =R ED
1) dEEBXRZF - EFED - WEFE, 2) LBEXRF - EFEEHEFED - REFE.
3) B4 - K9 = DNA FRITFR



3S9-4(P-30B) Surfaceome T2 B & UZONEEMRERESY > /(OB IXRF v+ —D
14:57 ~ 15:16 [@EFE

Surfaceome analysis revealed novel biomarker signature for ovarian
cancer

O Ik EY, #2K =AREB Y. I wth V. M4 B Y. & HEX
20wk 1EE Y B0 $H Y. FE s

1) RERIUENMAFZFEFIERPRIPERBE, 2) BERIUENRAFEF
BERBARIERERE, 3) EERIUERAKFEFIIRIBREZHIE,. 4) &2
HMEIINALEAA—DFEM NS AL —2 3 FIILUS—FDE

3S9-5(P-21A) HRBRRASAMEREDMEEREIEIS(CEH1TD LRRK2 DREEERRT
15:16 ~ 15:35 Functional analysis of LRRK2 in the migration ability of lung
adenocarcinoma
SHESY, )L XE IS B m2 B BR &

RV, BN BAY. —F BRC. HE B0, RiE =12

1) JbEBX - ERE - ERARIRE. 2) JtEX - EE - BAEER - #ilg5
>, 3) EEX - B - &1k, 4) LEX - Bz - ICAESRE. 5) tEX -
= - JRIE

3S9-6(P-74B) R&EZT D7 A — AfETZRAUCHTE R OHELBERER (O T DI ARE
15:35 ~ 15:54 HBEEIHADHkE

Exploratory research of new clinical strategies for gastrointestinal
diseases in neonate using deep proteome analysis of meconium

O B R—E 2. IS N7, #HEF = /e F2Y. HE A
2. S8 MAY L =R NE IR, B

1) BB EFRATR TS — NEHRIREFIEZ2ER S8 2) RRXKX
FEFEMIERET VNBAEL 3) HNIE DNA AR, 4) RRAFEFE
iR /NERL 5) BYEEMFAT iR —YY/I>XATOT U b
ERT —YHIBHER T — A
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PER A SRE (BERHIIAY - TiRERFARE 5 —)
RIE = (tBEXTF - EEEEFED)

3S10-1 FRD in situ EAF AL Z ALz Cajal body BRI FDNILFA =S
14:00 ~ 14:30 X

The multi-omics analysis of the components of Cajal bodies using
antibody-based in situ biotinylation technique.

8O BN Y, 88K BV, s mA Y, BN BFE Y, il B2 Y,
thoBEFE Y. HEF FF ). AN IRED R BF ) WO mEY. O
=i i

1) WAEHIIARE XFREFATRE DFEMFENE. 2) @ERHIIKFE
AFREFMAIAR ERERFRFT T Y—. 3) BEMIAXE KXEREF
ARR MAEMFDNE. 4) RRIEKRTF Ll T Fb

3S10-2(P-14B) #xERF TEAD OFfiAREIERREE D = > REET7SIUL
14:30 ~ 14:50 Lysine long-chain fatty acylation as novel posttranslational
modification of TEADs
A B Bk EXY. FEBEY. O 2aEY
1) BEFRFRFRIEEFRRZFAR T T —. 2) RRERKE LantlF

=1

3S10-3(P-37A) WD EA A BEEBEDHC K DINARBERDICHDRZENRTF R—
14:50 ~ 15:10 LODEHEZXR
Exploring the immunopeptidome by differential ion mobility mass
spectrometry for cancer immunotherapy
O =2 whF Y B —BY. Bl BV, 0 =mY
1) RBRMEEANAMAR R, 2) Fa@ENR



3S10-4(P-47C) TBABMZAWZTOTAZIIRICIDERADEREEDET

15:10 ~ 15:30 Paleoproteomics of food crusts on pottery excavated from east asia
O ;N 15, EH 18X
1) @RKRZE. 2) REXCLEAAEFR

3510-5(P-10B) SOMAscan Z RV \cEF IR BE MR O/ A AT —H—ERREBRAN
15:30 ~ 15:50 #1&:5E
SOMAscan-based biomarker discovery in drug-induced interstitial
lung disease and validation of its clinical significance.
O 7o)l B Y, %R BE 2, & &—87, R &Y. K i
)k =R Y. B EE®
1) BRI ERREBMEEMAFEAR. 2) BARERKZE, 3) FEXFE. 4) L
EXZF. 5) KRG t@EEmBSIHREE. 6) EIMNKFE
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TOFAZSOAMREINES S50 - sI0IE, HEE. T—IFIF -
O &2 sEY
1) B—FJa4vSv—YBAI2 7+ TJq v IKAEH

Drive the Workflow for Proteomics - from Sample Prep, via Separation, to Data
Processing -

O Shio Watanabe ¥

1) Thermo Fisher Scientific K.K

Short Abstract: We introduce our new products which can accelerate entire proteomics
workflow including sample preparation, peptide separation, data processing.

Keywords: Orbitrap, Sample Preparation, Column Separation, Proteome Discoverer

TOFAZOZRATERE U - BAEMIEEERSTREERKITTED. —EDRIE(CHL
T. EDZBLOEFEDSY )\ DOBZETE - EEUIEWVWEWDSTERNSDZ—XICHR T, ITETEIZER
DIRARZE KDRR(CAUEBTED/\ARIL—T v MEDHRICEEFENEE > TLD,

Thermo Fisher Scientific (&. 2022 £ ASMS TE#Y > 7)LailUB&EE [Thermo Scientific™
AccelerOme™ Automated Sample Preparation Platform] ZO—>FUZH Uz, &TI7ILFIUE.
BERE(E. DU —>F v ITETO—RRIRFILIR(CINZ T, TMT Z#0OBENUR(CHXIE L. KRIER
EE2TOFAZIORZEDTHR—MUET, £z, FifelcTT 1> Enlz [Thermo Scientific™
HMPAC™ HPLC Columns] (&. FFHADEEHEZMRAIEUSEET D ETH—ROEZDIEEC UIcE
FNRASATHD., REBICESZDHCEEVVEBREEDEIMEZIRELET., E(C. Thermo
Scientific™ Proteome Discoverer™ 3.0 TH/z(CHEgaMN/z [CHIMERYS™] (&, ATXgEZFIAL
EEERFATOTSAICKD., KDY T NITFTIEIEDE U2 28D TF RANEE UL
FASZRY MLz U. BRFEEODIT TEIEIETLRTF RNEEH U TV EHIRT —F (WU
THE. DRI INDE - RTF ROBEZAIRECULET,

AFEKXTE. TOFTAZOIRARICHITD Y TILEBUENS. RTIF R38E. 7 —IHBAETICE
20— 70— Z RS E DRI FEMIICDOVNTTBNIUET,
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B timsTOF 2 U—X(C LB 4D-JOFAZVARAYVY 1 -3 >DTHEN

O A KBp
1) TILHh—2v ) kAEtH

4D-Proteomics Solution with the latest timsTOF series
O Sakamoto Taro?
1) Bruker Japan K.K.

Short Abstract: timsTOF is the QTOF mass spectrometer equipped with TIMS device which
enables separation by ion mobility in addition to retention time and m/z. PASEF is a
measurement method that satisfies high resolution, high sensitivity, and high-speed MS/MS,
which are important in shotgun proteomics. In this seminar, we will present the latest timsTOF

series and 4D-Proteomics solutions and related application software.
Keywords: TIMS, 4D-Proteomics, PASEF, PaSER

timsTOF (&, QTOF BN EE st DRIRICA A EEUF 47 /\AXT
35 Trapped Ion Mobility Spectrometry (TIMS) ZEELTHD. FF
RERIRSTNE m/z [CRDDBECIR. A A EE VT« TODEEN BIEE
RDFET, TIMS DIFEZRARICENT MS/MS BIETHSD Parallel
Accumulation SErial Fragmentation (PASEF) (&. > 3w hA>T0OF
AZOZAELCHNTCEE CHIRNMREE - SRVE - =ik MS/MS ZIA
THESEDIMNEFETT. TDHEICEHE(IL <. DDA FTDHRST
DIA {°> PRM FEATICHBEILAIRE T . Fiz. AIERDT —FUIR(CHWNT
E. GPU ZERULIEUTZILIA LT —INR—-EERTSY I A—LTH
% Parallel Database Search Engine in Real-Time (PaSER) ZRAW\3C
ET. AENRT I3 LRBICT —IR—ARREREED T EHTTHE
RDFET,

Atz=7F—TI(& High capacity TIMS cartridge & 14bit digitizer (CK
DKWL F v oL > EFEEENEE UERHHD timsTOF HT Z#81T
SR TIEL EEBIC, 4D-TOFAZ U RBROREFEE TDFA. It
BTV I NI 7ZEDZEANRY U1 -3 2 ([CDNWTITRITEL
x9,
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BEREMNS/I\A AI—TY MET~TOAFTAZH ADFINE /A A AL/ 5> Bkl
Otz Y
1) T—T A7 -k

From ultra high sensitivity to high throughput~ Sample prep/nano ESI/HPLC for
Proteomics

O Yasuhiko Bando?

1)AMR,Inc.

Short Abstract: Proteomics has broadened its application from single cell to high throughput
clinical analysis. Appropriate setup for each application is required in order to meet the
demands. We will present the cutting-edge tools of sample prep/ nano ESI/chromatography
in order to opitimise the performance of whole proteomics prior to Mass Spectrometry.

Keywords: S-Trap, nano ESI technology, Chromatography column and HPLC systems

ARS>FI>LZF—TREIOFTAZIOVIATHRET I0OaIUE. >+ /T Lo ORTL—. D8t
SLAKRUHPLC S A AFMZBIT T D. S-Trap (£5%D SDS TH > T)LZelA L L TRTF RMEE
TZ 1F1—TTITDTENTIRETH D, WifEf>E. MRS ER L IBERRDEV DS DY > FILICHT
JGU. SDS (FREBICBFEEITDCENTED, VONX M ST TIEEDDBEEEDEWEZT Y RARU 1
— LDV IRNF AT ATBEREDHR/I\AIL—TY MR DS LB Z BN T B,

EVOSEP ONE HPLC SRS AMBALFERINTHSD. 1 MlBTOFA S OIN SRR EETT
DI\A ) —Tv NTOFAZTORAFZFTHIGELTULD. ZTORHIIO>H=FR—2 3 >0 EVOTIP
([C R DELIBAMTC D FTI(CTMED > T)LICHIET B EVOTIP PURE Z#8NT D, BEDEEI(C
BAITBREFICH/ILYMORTL—EERELLICEVWTEBRERTH D, LIWNIHIERLLL, BD
BREIHZFESRNASILY FOXTL—ZT5MNIRTL—F v IHifiE LT, 7D Geometry h'E
BTH D .BHD Geometry I (CEDVWZESI T v A - i EBN I .05, 5>/ &% Native
12 Intact T LC/MS T 9 D1MiHY) 1A AERERDFRE & EBICEE(C/RD TE/z, ChargeState Mg
ERABENERRILKF /IO NI L —%EEFD HPLC THEECT D M3 T w4 —FitizBN 93,

SE 3k
[1] High-Resolution Native Mass Spectrometry, Sem Tamara, Maurits A. den Boer, and Albert

J. R. Heck Chemical Reviews 2022 122 (8), 7269-7326
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DIA-NN [C &3 data-independent acquisition (SWATH)®D5 —4% fi#if DL
O A# s Y
1) RRARFARF A miIFRIRS

Data processing of data-independent acquisition (SWATH) by DIA-NN
O Sumio Ohtsuki
1) Faculty of Life Sciences, Kumamoto University

Short Abstract: DIA-NN is a new software for data-independent acquisition (DIA/SWATH)
proteomics data processing [1]. This software enables easy and high-throughput DIA/SWATH
data processing and provides greater proteome data. This seminar will introduce our evaluation
of data from DIA-NN.

Keywords: DIA, DIA-NN, SWATH

Data-independent acquisition (DIA/SWATH)(&. MS1 S KU MS1 DRARYT ~LF7—5 %185k B
BIB3BENRT—IEEBETHD. Data-dependent acquisition (DDA/IDA) ELEER L. LD
intensity KLY peptide DFT—HFZESATNDED. TDLDIREEBDT —F=IEDIR T TedbDT
— MM FEDHERENBRACITONTWND, —/A5T. BTFEDELIN DIA DF—FFETZ# U< LT
Wz BABRLIREEINY D RO T 7 ZEAL. £z, BITDdDS 1T 5 BIEMOEBELEZ IR
LTEle. DL SR DIA T—IEEMOIREN DIA-NN OESG(C KD —ZUTZ[1]. DIA-NN (&, neural
network ZEZHZHLWTILTUXLAZEA U DIA —REH#H LU < UTUVEERDOFEEEZ TR L
TEfEATY D RO 107 T8HD. DIA-NN ZFIATRIE(CKD DIA T—HFFRDEEBZEIRERICHITD
ENTE, HAD SWATH R ICHEBARRIRIRYV T NI T 7 EIRDTND, AZ=ZF—TIEHEAL
HYEREL 7z DIA-NN OMREFHEERE(C DUV TIEBNT T D,

8E 3k

[1] Demichev V, Messner CB, Vernardis SI, Lilley KS, Ralser M. DIA-NN: neural networks and
interference correction enable deep proteome coverage in high throughput. Nat Methods.
17:41-4 (2020)
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12:30~13:15 RRAF—tZw>3> A - 13:15~14:00 /RRSY—tZvZ 3> B

8H10H 12:30~13:15 ;RRAY—Zwv=>3> C-13:15~14:00 RXY—tZwv>3> D

RRAF—twv>3> A-D / Poster Session A-D

P-01A
(253-2)

P-02B
(253-4)

P-03C
(255-3)

P-04D
(357-1)

Quadrupole-Orbitrap MS ZRU\/Z/\+1 )L—T v N TOF A — LRI EDIEBER
Development of Ultra-Fast Proteomics System using Quadrupole-Orbitrap MS
ORI F\EY. #HE =V, thies X, B BER Y, B2 HT7 2. 45 B
Dot E D NVR IR IS Y

1) 3= DNA HAFEF. 2) ERODKLZFK

mMEEAAFIEE THDHPREEOMRE S 1 e O A= ORADIGH
Water droplet-in-oil digestion method toward single-cell proteomics

O A =12, WE BFE Y. F% EE . AW s

1) BEARKRFRFZ A RRIFZATED. 2) BRAKRFFEFED

FERBIIEEF elF4AL (X LARPL (CKDEERIIHI Z{EET D

elF4A1 facilitates LARP1-mediated translation repression

O t& &— Y. KkF MED. 8Kk —% 2. Bi5 B& Y. ##% 1% 2. Ingolia
Nicholas®. #i& =48R ¥

1) HE67 - BIRIATTAED. 2) IBAA - EantlReRIFATRE> Y —. 3) BUTAILZT
RFEN—TL—R. 4) BX - Gl - A5« ) UIERE S

BEE - )\ ATy NTOFAZURCKDT I\ EEREAR
Research on protein dynamics using high-density/high-throughput
proteomics

O W& I Y

1) FIRBARFARER ERFHREHATRR AZOXEMZF



P-05A
(357-5)

P-06B

(357-6)

P-07C

P-08D

E b — ATEEEDRIS KUFRIEDRFE

Development of the Method for Profiling Human Kinome Activity
O #ll B, 58 &Y

1) REPARFARFBEFATR

WEET O A SO RDIzb DS > )\ D EEERFTRA

Protein complex analysis method for functional proteomics

O Bz gE) 28 @'Y

1) FEERMEERFAT M0 FLFEMAREFT. 2) EERMEESATAT  Mign
FITFAZTERPT

UL TOF A — LB EA 550 b— LT EBEHFEDETZ ALK FF—ED
HERE

Systematic identification of ALK substrates by integrated phosphoproteome
and interactome analysis

O By ZFM. Bl BxEY, 5 FF U OtR RED. ML ST Y. pEp
DoIgs BREYD, A BY, 58 KNEY. R FLA Y. Al 8F Y B8R Y
1) EERERE - 2R - REMAFA. 2) REPAFARFERZFZATRL 3) BAHAKRSD
MMEFRELE> 5 —

Fatty Acid-Binding Protein-5 FAEZ(CK D4 UiHilgizon FEMFERNZ(L(C
B9 3707 A— LB

Proteomic Analysis of the Molecular Biological Changes Induced by Fatty Acid-
Binding Protein-5 inhibitor in Hepatocellular Carcinoma

O MED. FO KDY, B FE Y, /8 H/E Y, JuL KB Y, A BRIEETE
Dohgy BB Y MR AE ) HA EEY 2R 20, 50 8. BE =
2. A A% o)

1) ERINARFR T Y —RFT JONDNAMARTRDEF. 2) BIIERIKE SHRIFEE
BE FFRBAE - BAEMMRIFEDEF. 3) HRlatt Biospecimen Laboratories. 4) A
BIUNAMRRLEY—RFE BEREDSAREDE. 5) IFREIINARFTE> S
—W5RA RO AS ) SO RARIE



P-09A

P-10B
(3510-5)

P-11C

P-12D

BEBEMEEKZER UCBEMRECH I IEFEERRCETETO7A—A
AT DY AR DHBFERY 22500 s M BR

The proteome analysis and drug-screening using patient derived cell lines of
giant cell tumor of bone for the development of the chemotherapy

O #l KEBY?, Sir @B Y. O B Y, B BBV, \F AHD 2R 29,
A EEY, i BRE Y, AIF HKBEHR D, 2F ME Y. MR 55 AR 155
20 NF EO, EEE g Y

1) ERINARFTR TS —RFT JADAMRRDE. 2) TEXRFXRZREFHRE
PEEEFZAME. 3) IFRBIINATE F- AR BEBRRNSAETILATRDE. 4)
WARBIINACF-IRRF EETO7A SO XMARSE. 5) A/ A AR
REZDIMRT MU—, 6) ERINAMKRE 5K BEREEER

SOMAscan Z R\ ZEFIMRB MR X DR 1A A — H—1RR E BRI
SOMAscan-based biomarker discovery in drug-induced interstitial lung
disease and validation of its clinical significance.

O ) =JBY, %/ B2, 8- &Y. RS =Y. AT =i, =% 280
D fefE Ex°©

1) BN ERGREBEEEMAFAR. 2) BAERKZE, 3) FEXFE. 4) LEKXFE. 5)
KIFEESEREGRIAREE. 6) FSMNAFE

7 7= I zRANZE SRR T 05 A — Af(C K D RIGER S
B 5 9 DEFIMEATIEE OHLFAZA

Proteomic analysis of human hepatic cell after treatment of acetaminophen
for mechanisms of drug induced liver injury

O 4 55kEA Y. ik B8 Y. #LE 7Y

1) IT—Y1t%kiAat

SARS-CoV-2 RBRT > TAT 2 22 MEEER 2 DF O AREEE

Tyrosine sulfation of the SARS-CoV-2 receptor angiotensin-converting
enzyme 2

O Hm #F Y. BK BA Y., FK EX2. AA F% 2. Ming-Cheh Liu®. K
Y Y. R Y

1) BIFKRFRFZREFZHAFTRL 2) WINKZRFZREFHAFER. 3) b RRFEREF

=1



P-13A
(359-2)

P-14B
(3510-2)

P-15C

P-16D

Identification of the O-GalNAc glycoproteome related to the GALNT5
expression in cholangiocarcinoma

O Marutpong Detarya’, Daiki Kobayashi®, Atit Silsirivanit®’, Kanlayanee
Sawanyawisuth?, Sopit Wongkham?), Chaisiri Wongkham?, Norie Araki®

1) Department of Tumor Genetics and Biology, Graduate School of Medical
Sciences, Kumamoto University, 2) Department of Biochemistry, Faculty of

Medicine, Khon Kaen University

B 5&F TEAD OFfiAREIERIREE D = > R IUL

Lysine long-chain fatty acylation as novel posttranslational modification of
TEADs

SR Y. AR BEXY. FE BEY. O 2mEY

1) BEFMAPMRIRERRIFMRE S —. 2) BRERKE LanfFE

Urinary Glycoproteomic Analysis for discovering Novel Biomarkers of DM

O Amr Elguoshy?), K. Yamamoto®, K. Yanagita®, T. Uchimoto, T. Yamamoto®
2)

1) Biofluid Biomarker Center, Niigata University, 2) Clinical laboratory,

Shinrakuen Hospital

U3 IRIF-REGICKBIRTFR - 5> )\ OBREHRDE L
Improvement of peptide/protein identification number by collision energy
optimization

O M m—ep Y. /JIVE LA Y, oAkt BREF Y. mRE B Y. m St Es
F D ETE MY, SH NEY, 88 &=

1) RASHERRUEPT DITEHRISZESE. 2) REAZAZEREFHATRL. 3) REP

ARFERFBBIRAAFR



P-17A

P-18B

P-19C

P-20D
(358-8)

B2 INOBEOBRREN DEABEREDIZHDRTF RITJEAEBOFIH &L ZDR
B

The use of peptide-tags toward high-sensitive and specific detection of

at
g
G

G

7

multiple proteins in budding yeast and optimization of this strategy.
O MR &} Y, w2l =8Y

1) BFERFAF R - BFAFH

KEZHWMBSIA SFTHLEICRESNLCENZRERTIF REAUAHBICET S
LSOFABACEFEITDIN?

Search for spawning-inducing peptide from visceral ganglia in the
Mediterranean mussel.

O Ml MIFED, K Fa b, giA F2. hF #5>Y

1) ERIAFTRHAREAN KENRN - BEWE KESRIMATIAT AIRHAEED FoBE418D
V=T 2) ERIARFEFEN KERTR - BEME KERMEATPN LMD 1%
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Identification of novel biomarkers for fibrotic hypersensitivity pneumonitis by
the use of proteomics of serum exosomes
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Shotgun Proteomics
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Functional analysis of LRRK2 in the migration ability of lung adenocarcinoma
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Development of Peptide Probes for Large-Scale Analysis of Protein
Phosphatases
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Mitophagy-related renal proximal tubular protection and analysis of
mitochondrial proteins present in the urine during the normoalbuminuric
stage of diabetes mellitus
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Analysis of proteins responsible for regulating sub-cellular localization of
MRNA
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Comprehensive protein expression analysis during mouse pre-implantation
development
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Development of a spongy-like polymer monolith for separation of extracellular
vesicles and enzyme reaction
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An efficient in-gel digestion method on small amounts of protein sample
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Proteome-wide analysis of thiol oxidation to elucidate the intrinsic oxidative
stress response in prostate cancer cells.
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Surfaceome analysis revealed novel biomarker signature for ovarian cancer
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Development of high-throughput GeLC-MS/MS method
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Search for candidate molecules of diagnostic marker using plasma membrane
proteins of lung cancer cells
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Toward high-throughput taxonomy profiling by targeted proteomics
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GlycoBIST adopts minimized 15 lectins for full-automatic glycan profiling
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LC-MS peak assignment based on unanimous selection by six machine
learning algorithms.
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Proteomic characterization of neural stem and progenitor cells during
differentiation of human induced pluripotent stem cells
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Exploring the immunopeptidome by differential ion mobility mass
spectrometry for cancer immunotherapy
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Quantitative analysis of ricin added in beverages using filter aided sample
preparation
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100 human cell proteomics using iPP pretreatment and diaPASEF scan
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Large-scale identification of site-specific N-glycosylations of mouse tissue
glycoproteins using a Glyco-RIDGE method
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Challenges in bottom-up proteomics with CHIMERYS equipped with Al
technology

O XxB Bt Y. &2 w4 Bg Ky

1) Thermo Fisher Scientific Bk &%t

SRTA> S-TZ ) IFIUZRWZS >IN OBBILEDRFE

Protein Digestion Using Cysteine S-Aminoethylation for Deep Proteomics
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Evaluation of effects of hyperthermia using patient-derived sarcoma cell lines
Oty BB, O K Y, B BE Y. Al BWEE Y, /) A/H V) L K
BB Y. ZE MHE V. MR AE ). HE EHEY. R 20 50 B Y. O
=4 1,5)

1) ERINARFR T Y —RFE fANDAMARDE. 2) RIGRKFZEREZLSH
7Rl 3) MRS/ A AR Z2 SRS MU —. 4) IHHARBRIINATES 5—HARK
P BEBRDNMAETIVIARDEF. 5) IBAREINAT ST BEO07A
) ZOARRDEF

B I)I\OBXRIGT —FZRWNZ) > h ) ZHILI )\ OEDREE
Identification of non-canonical proteins by protein terminomics
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Temporal profiling of enzymes involved in glycan synthesis during neural
differentiation of stem cells by DIA-MS
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Paleoproteomics of food crusts on pottery excavated from east asia
O R I5, £H 18X

1) &RKE. 2) RESULEAATER

HEDTUIF—(CBITDFMRI LIV > H > ) IBDREMT

Search for novel allergen of Ruditapes philippinarum allergy using IgE-
immunoblotting assay

O /A HER D, I BB 2. EH . gl —= b

1) MM RZE LS - RIBERIFEAACFEARE. 2) LBEXRFEFE. 3) FEXZETH
EFt> 45—



P-49A
(253-1)

P-50B

P-51C

P-52D

BN\ OEREEMRECLDBETOTAZIRDOERME

Improving the Sensitivity in Structural Proteomics based on Protein Foot-
printing
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Histological and proteomic analysis for the evaluation of perfusion culture
system of spheroids
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Identification of therapeutic targets by analysis of protein
complexes :Targeting sarcomas with fusion genes
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Quantification of intracellular pathway component proteins by iMPAQT ver. 2
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LC-MS analysis of the protein crystallized by PEG
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Search for novel allergen of Castanopsis sieboldii allergy using IgE-
immunoblotting assay
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Investigation of new binding sites of blister agent to human serum albumin
for verification of blister agent exposure
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Global- and phospho-proteomics identify specific lipid metabolism pathways
involved in the maintenance of glioma stem-like cells

O Orasa Panawan®, Atit Silsirivanit?, Chih-Hsiang Chang®, Siyaporn
Putthisen®, Taro Yokota'), Yuki Nishisyama-Ikeda', Akiko Niibori-Nambu®,
Norie Araki®

1) Department of Tumor Genetics and Biology, Graduate School of Medical
Sciences, Kumamoto University, 2) Department of Biochemistry, Faculty of

Medicine, Khon Kaen University



P-57A

P-58B

P-59C

(255-4)

P-60D

LRRK2/Akt =T FILRIIBEICHITDFERAERF THD.

LRRK2/Akt axis is a poor prognosis factor in gastric cancer

O #wa smA Y, ik ®B%E?, FE mEY. Ik X&) =& £ 35 B2
2)

1) tBEXRZFXRFREELRMERRIES. 2) tBEXRFEHEHEFERIEFE. 3) 1t
BRFERFEFIHLEERT. 4) LBEAFEFERIEF

18 7 AW TZIRIEEORRRZI < — 11— OfFtf

Search for novel diagnostic markers of pancreatic ductal adenocarcinoma
using secretome and proteome analysis
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Myo-ribosomes determine translation elongation dynamics required for
cardiac function
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Phase Protein Array
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Search for novel diagnostic markers of pancreatic ductal adenocarcinoma
using Tandem Mass Tag and proteome analysis
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Identification of a mistranslation sequence while the stop codon read-through
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Search for novel diagnostic markers of chronic kidney disease in cats using
proteome analysis
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Clinical O-glycoproteomics for discovery of advanced colorectal cancer-
specific O-glycoproteins
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Development of software for various applications such as stable isotope
labeling in DIA data analysis.
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Enhanced sensitivity of plasma peptidomics
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Comprehensive analysis of protein-expression changes specific to
immunoglobulin G4-related disease
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Analysis of bimodal ERK activation by T cell receptor stimulation using
quantitative proteomics

O B2 on3d Y. B%H &Y. K KV

1) FRARFAZREEFRESATR

AAZEEYST A BENTHZERA UM ERRS IOHEIOFTIMILRST >
INDBEDT = BERCH fF#AT

Amino acid sequence analysis of antibody pharmaceuticals and SARS-CoV-2
virus proteins using ion mobility mass spectrometer
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Molecular network analysis of multi-omics data.
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Development of analytical methods for protein polysulfides using new
chemical tags
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DIA-MS based quantitative proteomics to search for regulators of hiPSC
differentiation
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Autoimmunomics revealed autoantibody-autoantigen complex signature for
diagnosis of ovarian cancer
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Exploratory research of new clinical strategies for gastrointestinal diseases in
neonate using deep proteome analysis of meconium
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Identification of proteins associated with malignant transformation
mechanisms in glioblastoma.
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Temporal analysis of the global and phosphoproteome of SARS-CoV-2
infected cells
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Quantitative evaluation of proteins excreted from urinary tract tissues in urine
by subtracting plasma proteome from urine proteome
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Proteomics of serum extracellular vesicles identifies a novel SCLC biomarker
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Identification of regulatory proteins of CSN5 degradiation in lenalidomide-
resistant multiple myeloma cell lines
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Effects of various protease treatments on the deamidation reaction of
antibody drugs
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Comparative phosphoproteomic analysis using abil-1 mutants of Arabidopsis
thaliana in ABA response.
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Quantitative Proteomics of Urine to Discover Biomarkers for Diabetes Patients
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Exploration of Molecular Interaction Networks Targeting a Small Number of
Molecules
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Modified morphological and molecular mechanisms by PTEN overexpression
in endometrial carcinoma
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between tissues.

O & BY, KT HRED, B 2812, x#F 2F2 &K F— 12

1) BRAFARFZRAEMIFER, 2) T AFAEYIETFENETFIFER



P-88D

RERTOTAZVXCLDR[ES MR T2 RIEDHTH BM FIF

Identification of novel biomarkers for asthma reflecting type 2 inflammation
by the next generation proteomics of serum exosomes
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